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Education 
PhD: University of Wisconsin, WI, USA, in Wildlife Ecology          Jan 2010 - May 2015 
MA: Columbia University, NY, USA, in Conservation Biology       Jan 2004 - May 2009 
BA: Williams College, MA, USA, in Biology and English  Sept 1998 - May 2002 
 
Employment History 
Assistant Project Scientist  UC Santa Cruz, CA, USA   2023-present 
Postdoctoral Associate   Rutgers University, NJ, USA   2020-present 
Postdoctoral Researcher   Michigan State University, MI, USA  2018-2020 
Adjunct Professor              CUNY-Baruch College, NY, USA   2017 
Postdoctoral Fellow           American Museum of Natural History, NY, USA 2015-2017 
Postdoctoral Researcher   University of Wisconsin-Madison, WI, USA 2015 
Research Intern             American Museum of Natural History, NY, USA 2008-2009 
Research Technician         Columbia Presbyterian Medical Center, NY, USA  2002-2008 
 
Museum/Curatorial Experience 
American Museum of Natural History, NY, USA (2015-2017). Worked with collections in the Herpetology 
Department and conducted field collections of snakes in Arizona, USA. 
Philippines PIRE Project, USA and Philippines (2020-2025). Worked with extensive ichthyological 
collections in the Smithsonian Museum paired with contemporary collections from the Philippines. 
 
Grants and Awards 
2024- FWS Great Lakes Fish and Wildlife Recovery Act, “Using genomics to support Blanding’s turtle 
recovery in the Great Lakes” (co-PI, $246,000) 
2024- NSF-DEB, “The Albatross Re-Collection Project for a century of genomic change in the tropics” (co-
PI, $1,302,224/3 years) 
2020- RCN-ECS Temporal Genomics Working Group Grant (as collaborator, $10,000)  
2019- Black Rock Forest David Redden Conservation Grant ($5,012)  
2017- Best Dissertation Award in Wildlife Ecology, UW-Madison ($500) 
2016- Experiment.com ($4,250, collaborator: Nathan Byer) 
2015- Hatch Grant ($112,556, PI : Zach Peery) 
2015- Gerstner Fellowship, American Museum of Natural History ($120,000/2 years) 
2015- McCabe-Keith Award ($500) 
2012- Aldo Leopold Scholarship ($1500) 
2011- Ruffed Grouse Society Award ($500) 
2010- EPA STAR Fellowship ($112,000/ 3 years) 
 
Educational Experience 
Philippines PIRE ‘Omics Workshop Co-Instructor (2022, Dumaguete, Philippines) 
K-12 Partnership Workshop (2018-2019, Kellogg Biological Station, MI, USA) 
Career Pathways Seminar Co-Instructor (Spring 2019, Michigan State University, MI, USA) 
Fundamentals of Biology Instructor (Fall 2017, CUNY – Baruch College, NY, USA) 
Cold-Blooded Creatures Instructor (Summer 2016-2017, Black Rock Forest, NY, USA) 
Extinction of Species/Conservation Genetics/Demographic Methods (2012-4, UW-Madison, WI, USA) 
in Wildlife Ecology TA (Fall 2012, University of Wisconsin, WI, USA) 
Herpetology TA (Spring 2009, Columbia University, NY, USA) 
Genetics TA (Fall 2001, Williams College, MA, USA) 
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Presentations 
Inferring recent demographic patterns across species with temporal genomic data. American Society of 
Naturalists, Pacific Grove, CA (2025). 
 
Using historical specimens and temporal genomics to understand species and community responses to 
environmental change. CUNY Biology Colloquium, New York, NY (2024). 
 
Life history and distribution influenced historical demography of Coral Triangle fishes. Western Society of 
Naturalists, Monterey, CA (2023). 
 



Using historical specimens and temporal genomics to understand species and community responses to 
environmental change. Rutgers – Newark Department of Earth and Environmental Science Seminar, 
Newark, NJ (2023). 
 
Novel genomes from Coral Triangle fishes revel correlates of past demographic processes in the epicenter 
of marine biodiversity. Joint Meeting of Ichthyologists and Herpetologists (JMIH), Norfolk, VA (2023).  
 
Detecting polygenic adaptation to novel evolutionary pressure in wild populations: a case study in Atlantic 
cod (Gadus morhua). Evolution, Albuquerque, NM (2023).  
 
Detecting polygenic adaptation to novel evolutionary pressure in wild populations: a case study in Atlantic 
cod (Gadus morhua). American Society of Naturalists, Pacific Grove, CA (2023).  
 
Genetics of aquatic communities through space and time. Rutgers University Graduate Program Seminar, 
New Brunswick, NJ (2021). 
 
Optimizing methods and sampling strategy for the detection of recent population declines with genomic 
data. Evolution, online (2021).  
 
Targeting translocations with genomic data: a case study in Arkansas darters. American Fisheries Society/ 
The Wildlife Society Joint Conference, Reno, NV (2019). 
 
Dynamics of additive genetic variation during population admixture in guppies. Evolution, Providence, 
Rhode Island (2019). 
 
Can gene flow prevent extinction in small, maladapted populations? North American Congress for 
Conservation Biology, Toronto, Ontario (J2018). 
 
Don’t fear the Rapture: efficient and inexpensice generation of genomic data for the Arkansas darter 
(Etheostoma cragini). JMIH, Rochester, NY (2018). 
 
Genomic insights into evolution and introgression in mud turtles (Kinosternidae). Evolution, Portland, 
OR (2017). 
 
Demographic responses to quaternary climate change at local and global scales in aquatic turtles. American 
Museum of Natural History Russ Gilder Graduate Sschool Comparative Biology Seminar, New York, 
NY (2017). 
 
Keeping up with a changing world, at a turtle’s pace. New York Turtle and Tortoise Society Annual 
Meeting, Yonkers, NY (2017). 
 
Life history, effective population size, and landscape genetics: a case study in Wisconsin turtles. North 
American Congress for Conservation Biology, Madison, WI (2016). 
 
Reconciling taxonomy phylogeography, and historical demography in the widespread painted turtle. Joint 
Meeting of Ichthyologists and Herpetologists, New Orleans, LA (2016). 
 
If you build it they will (slowly) come: population dynamics of endangered Blanding’s turtles in a restored 
area. Joint Meeting of Ichthyologists and Herpetologists, Reno, NV (2015). 
 
A tale of three turtles: conservation and genetics of wetland chelonians in Wisconsin. Wisconsin Wetland 
Association Annual Meeting, Madison, WI (2015). 
 



A tale of three turtles: conservation and genetics of wetland chelonians in the Midwest. Joint Annual 
Meeting, Minnesota and Wisconsin Wildlife Society, Duluth, MN (2015). 
 
Using genetic and demographic methods to characterize nesting philopatry in a long-lived turtle 
(Emydoidea blandingii). JMIH, Chattanooga, TN (2014). 
 
Urbanization skews sex ratios, decreases genetic diversity, and trumps the effects of recent climate change 
in an endangered turtle.  Wisconsin Ecology Symposium, Madison, WI (2014). 
 
Comparing the effects of urban development on turtles across Wisconsin Midwest Partners in Amphibian 
and Reptile Conservation, Port Washington, WI (2013). 
 
Phylogeography of Atlantic green turtles (Chelonia mydas): insights from multiple molecular markers. 
Conference on Conservation Science, New York, NY (2012). 
 
Estimating population connectivity using kinship methods in Emydoidea blandingii. Poster presentation at 
Wisconsin Ecology Symposium, Madison, WI (2012). 
 
Turtle crossings: conserving chelonian populations in the arboretum and beyond. University of Wisconsin 
Arboretum Science Day, Madison, WI (2012). 
 
Estimating population connectivity using kinship methods in Emydoidea blandingii. Joint Meeting of 
Ichthyologists and Herpetologists, Minneapolis, MN (2011). 
 
Assessing connectivity in two turtle species (Chrysemys picta and Emydoidea blandingii) across 
Wisconsin’s wetlands. Wisconsin Wetlands Association Conference, Baraboo, WI (2011). 
 
Keeping tabs on turtles: mark-recapture studies at Sandhill Wildlife Area, Wisconsin. Midwest Partners for 
Amphibian and Reptile Conservation Conference, Oregon, IL (2010). 
 
Distance-based and character-based approaches to barcoding turtles. Third International Barcode of Life 
Conference, Mexico City, Mexico (2009). 
 
Guest Lectures 
Tropical Conservation and Environmental Science (2023-2024, University of Hawai’i Hilo)  
Molecular Ecology (2023, Rutgers University) 
Advanced Ecological Data Analysis (2021, Rutgers University) 
Wetland Ecology and Management (2018, Kellogg Biological Station) 
Biology Department Seminar (2014, University of Wisconsin-Parkside) 
Wildlife Techniques (2013-2014, University of Wisconsin-Madison) 
Vertebrates of Wisconsin (2013, University of Wisconsin-Madison) 
Tropical Herpetology (2012-2013, University of Wisconsin-Madison) 
 
Professional Outreach 
-Symposium organizer, “Unlocking the power of genetic time series data to understand microevolutionary 
and ecological dynamics.” American Society of Naturalists, Pacific Grove, CA (2024). 
-Art x Science discussion on Atlantic cod declines and evolution, Brattleboro Museum, VT (2024).  
-Online Temporal Genomics Seminar organizer (2021) 
-Temporal Genomics Twitter Symposium presenter (2021) 
-RCN-ECS Reading Group organizer (2022-2023) 
 
 
 



Mentorship 
-Three NSF Research Experience for Undergraduates (REU) mentees, Philippines PIRE project, 2022. 
-Undergraduate research mentee, Rutgers University, 2021-2023.   
-Two REUs, Kellogg Biological Station (KBS), Michigan State University (MSU), 2018-2019. 
-Undergraduate Research Apprenticeship mentee, KBS, MSU, 2019. 
-Mentor for MSU GRFP workshop, 2018. 
-Two high school student mentees in the American Museum of Natural History’s SRMP program, 2017. 
-Six undergraduate student mentees at UW-Madison in lab and field techniques. 
 
Academic service 
Chair of Equity Inclusion and Diversity Committee, Society for Conservation Biology, 2022-2025 
Head of Allyship Committee, Society for Conservation Biology, 2019-2022 
Postdoc representative, Kellogg Biological Station, 2018-2019 
PhD student representative, UW-Madison, 2012-2013 
 
Committee member for: 
Nathan Byer, PhD candidate, University of Wisconsin-Madison, 2015-2019 
 
Reviewer for: 
Amphibia-Reptilia, Aquatic Biology, Biodiversity and Conservation, Bioinformatics, Canadian Journal of 
Zoology, Conservation Genetics, Diversity, Ecological Applications, Evolutionary Applications, Heredity, 
Herpetological Conservation and Biology, Gene, Journal of Biogeography, Journal of Fish and Wildlife 
Management, Journal of Wildlife Management, Marine Biology, Mitochondrial DNA, Molecular 
Ecology, Molecular Ecology Resources, National Science Foundation, Scientific Reports, Nature 
Communications 
 
Professional Affiliations 
American Society of Ichthyologists and Herpetologists, American Society of Naturalists, Society for 
Conservation Biology 


